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*Neat: without protein enrichment method

FBS,Orbitrap Exploris™ 240, DIA, Spectronaut Human Plasma, Orbitrap Exploris™ 480, DIA, DIA-NN

>KERESEEVNGEEHABER
- 3B (Secreted Protein) & #fYMNEE (Extracellular Vesicles, EV) #R&EIIEHEENIE
8 T8 A1 o
/MR (PLT, Cl<0.009) . INZHA (RBC, Cl<0.050) #O4rEMN4HEE (PBMCs, Cl<0.005)
:E*Taﬁfﬁ?tilﬂfﬁﬂft?m:ﬁ, MBI IEREL RO REEESTI, SHEEREXLOE.

" = 2 ” : Contamination index distributions
Origin composition of method-exclusive/ biased proteins

CLPLT Cl_RBC Cl_PBMC
o 7 T — ‘ "9
6% 9% [ ~
o
o
. 6% S 4
5 .
wy - e
75 J § 1 AR —s—
6~ Bl Contamination = __1 Ed 04 - g [_""_]
2 B Classical Plasma 2 e | - = e
'% Cell Surface S T == == 02 + - i
18 W Secreted i
— 350}‘0 . 0 T T 0 T T 0.0 T T
g 78% o Unassigned PlasmaG Competitor PlasmaG Competitor PlasmaG Competitor
=) [i]
s 58% EV marker detection
0 T T

II == e

QQ‘-

W o~ ) O Not detected
30‘0“ x0¢ Gb\ag e Competitor
= o @@ S
?\ GO((\ ?\39 ((\Q
S Q& "‘ P F >R P & &
O SO @QQYY -S‘YQ’Q’QQQ oc;r,,\aﬁ
Only = detected in one group,absent in the other; Biased = shared proteins with |log2FC| = 1 ) Qc” ?- &t & N o

Q

\Z‘
Human Plasma, Astral zoom, DIA, Spectronaut *;52¢#5%1(Cl):&EF Geyer et al. 2019 (EMBO Mol Med)iZ2HEE AL

> SIREES
- EEEHTPROX Bt B IBIREE, LI 96 AL BEIIE, EfeFAKRNMSGIIRAR,
ETEMREEMRMNSE, R/RFBEXAZREHUAR>0.96, HLEIR>0.93,

Pearson Coefficient

N
i

& ST E P D
Sample 1D (common prefix: Aute PlasmaG)

FBS, Orbitrap Exploris™ 240, DIA, Spectronaut

- . = 0755-2690 7483
wT N EREMREEERAT] i i O

Shenzhen BayOmics Biotechnology Co., Ltd. Q IR LR L EE D32 E




